




















































HYPOTHESES:

• H1: The secotioid form is under positive selection; 
the polymorphism reflects an ongoing selective 
sweep.

• H2: Both forms are maintained by balancing 
selection in a stochastically varying environment.



NEXT STEPS:

1. Phylogenomics of Lentinus sect. Tigrini.

2. Genome-Wide Association Studies (GWAS) to 
identify locus responsible for the secotioid form.

3. Population genetics to test selective hypotheses 
and assess population structure.
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